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Supplemental Figure 1. Knockdown efficiency of SP1, SMAD3, HMGA1, PD-
L1,PD-L1+SP1 and HMGA1+SMADS3.

(A-F) The efficiency of specific sSiRNAs was verified by (QRT-PCR/Western
blotting) in SW620 cells. The transfection efficiency was all above 70%.The
most effective siRNA for each gene (SI-SP1-737, SI-SMAD3-456, SI-HMGA1-
433, and SI-PD-L1-379) was chosen for further studies. Data are shown as
mean = SEM (n=3). **p < 0.01.



